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Cytoplasmic origin based on chloroplast-
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Solanum phureja (Pl 225683)
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*2x S. tuberosum ssp. andigena

PEMHRRE S/ L

Total yield: 29.0 t/ha
Marketable yield: 13.8t/ha

Inca-no-mezame

25 mE "1 hoHE s, (200145)

Mori et al. (2009) Breed Res 11:53-58
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